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General information

Scanning parameters:
TR = 2.2 s; slice order: ascending; number of slices = 32

Behavioral parameters:
In the file Behavior Summary there are:

tLeftStim and tRightStim - time (after scanstart) of
presentation of left or right arrow.

tLeftPress and tRightPress - time (after scanstart) of left
or right button presses.
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Specify first level

< SPM12 (6906): Menu - B
Realign (Esti... v Slice timing Smooth
Coregister (E... ¥/ Normalise (E... v Segment

Specify 1st-level Review
Specify 2nd-level Estimate
Results
Dynamic Causal Modelling
Display Check Reg Render.. v FMRI v
Toolbox: ~ PPls ImCalc DICOM Import
Help Utils... R Batch Quit
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Set up design

[« Batch Editor = =
>

File Edit View SPM BasiclO

=y =

Module List Current Module: fMRI model specification

fMRI model specification<-X ~ Help on: fMRI model specification ~
Directory <X & .
———— Choose directory
. Units for design <-X
. Interscan interval <X
. Microtime resolution 16 C h d
. Microtime onset 8 Oose Secon S
Data & Design <-X

Factorial design TR —_— 2 2 d
Basis Functions K - . Secon S
. Canonical HRF

. . Model derivatives No derivatives

Model Interactions (Volterra) Do not model Interactions N u m be r Of SI ICeS 32
Global normalisation None

Masking threshold 0.8

Explicit mask

Serial correlations AR(1)

Then specify «Data &
. Design».

Current Item: Directory

Specify._

Select a directory where the SPM.mat file containing the specified design matrix will be written.
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Data and Design

. Microtime onset 16
Data & Design
. Subject/Session

.. Scans 145 files

.. Conditions

... Condition
. Name right Arrow
. Onsets 60x1 double
. Durations 0

. Time Modulation
. Parametric Modulations
. . . Orthogonalise modulations Yes
. Multiple conditions
. . Regressors
. Multiple regressors

No Time Modulation

...aten\AllSubjects\Sub01\functional\rp_afmri01.txt
. . High-pass filter 128
Factorial design
Basis Functions

. Canonical HRF

. . Model derivatives

AMadal Intarantinne A/nltarra)

No derivatives

N nat madal Intarantinne

Current Item: Multiple regressors

E:\DocumentsNobox\MandMDaten\AllSubjects\Sub01\functional\rp_afmri01.txt

Specify design using
timing from behavior.
Concentrate on either
Sitm or Press.

Set duration = Os.

——Include movement

Don’t forget 2"d condition!
Repeat for second run!
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Estimate the model

&« Batch Editor — O
| Hle Edit View | sPM ‘ BasiclO L]
Dz &b Temporal b
Module List | Spatial . Current Module: MRI model snecification
Stats L fMRI model specification
fMRI mode DCM * fMRI model specification (design only) R e
Model estir M/EEG L fMRI data specification
Util L Factorial design specification left Arrow
Tools L Model review 60x1 double
Edit Defaults 1 Model estimation 0
1 Contrast Manager No Time Modulation
Results Report ons
Mixed-effects (MFX) analysis » lations Yes
Bayesian Model Selection L
Physio/Psycho-Physiologic Interaction
Set Level test ...aten\AllSubjects\Sub01\functional\rp_afmri02.txt
. . High-pass filter 128

Factorial design
Basis Functions
. Canonical HRF

. . Model derivatives Time and Dispersion derivatives
Model Interactions (Volterra) Do not model Interactions
Global normalisation None
Masking threshold 0.8
Explicit mask
Serial correlations AR(1) ~

Current Item: Model derivatives

No derivatives 7
Time derivatives
*Time and Dispersion derivatives

Specify...

Model derivatives

Model HRF Derivatives. The canonical HRF combined with time and dispersion derivatives comprise an 'informed’ basis L] '
set, as the shape of the canonical response conforms to the hemodynamic response that is commonly observed. The a nd ru n eve ryth I ng !
incorporation of the derivate terms allow for variations in subject-to-subject and voxel-to-voxel responses. The time
derivative allows the peak response to vary by plus or minus a second and the dispersion derivative allows the width of
the response to vary. The informed basis set requires an SPM{F} for inference. T-contrasts over just the canonical are
perfectly valid but assume constant delay/dispersion. The informed basis set compares favourably with eg. FIR bases on
many data sets.

\One of the followina options must be selected: ks
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Review Design

< SPM12 (6906): Menu - B
Realign (Esti... v Slice timing Smooth
Coregister (E... ¥/ Normalise (E... v Segment

Specify 2nd-level Estimate
Results
Dynamic Causal Madelling
Display Check Reg Render.. v FMRI v
Toolbox: ~ PPls ImCalc DICOM Import
Help Utils... R Batch Quit

And also explore what is
in the struct SPM, saved in
SPM.mat.

Use Check Reg to look
at the new images
beta 0001.nii etc,
ResMS.nii,

mask.nii,

RPV.nii
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